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S. Wasik, T. Prejzendanc, J. Blazewicz, Talk: ModeLang - Biologists-friendly language for
describing dynamical systems ,
8.01.2013, Seminar of the Laboratory of Algorithm Design and Data Structures, Institute of
Computing Science, Poznan University of Technology, Poznan, Poland

  

S. Wasik, T. Prejzendanc, J. Blazewicz, Talk: ModeLang - New language for modelling
biological systems , 1-5.10.2012, ICOLE'12:
Perspectives of Bioinformatics, Operations Research and Machine Learning, Lessach, Austria

  

S. Wasik, P. Jackowiak, M. Figlerowicz, J. Blazewicz, Talk: New approach for modeling HCV
infection using multi-agent system ,
13-15.09.2012, 2012 Mini EURO Conference on Computational Biology, Bioinformatics and
Medicin, Nottingham, UK

  

S. Wasik, P. Jackowiak, M. Figlerowicz, J. Blazewicz, Talk: Enhancing HCV infection modelling
using multi-agent approach , 25-27.05.20
12, V Convention of the Polish Bioinformatics Society and the 10th Workshop on Bioinformatics,
Gdansk, Poland

  

S. Wasik, P. Jackowiak, M. Figlerowicz, J. Blazewicz, Talk: Advantages of modeling HCV
infection with multi-agent simulation, 
30.09-2.10.2011, IV Convention of the Polish Bioinformatics Society and the 9th Workshop on
Bioinformatics, Karakow, Poland

  

S. Wasik, P. Jackowiak, M. Figlerowicz, J. Blazewicz, Poster: Modeling HCV infection using
multi-agent simulation, 14-15.04.
2011, Annual Meeting of the Institute of Bioorganic Chemistry, Polish Academy of Sciences,
Poznan, Poland

  

S. Wasik, P. Jackowiak, M. Figlerowicz, J. Blazewicz, Talk (in Polish): Multi-agent simulation of
HCV infection  25.10.2010, Seminar of the
Institute of Bioorganic Chemistry, Polish Academy of Sciences, Poznan, Poland
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S. Wasik, P. Jackowiak, M. Figlerowicz, J. Blazewicz, Poster: Modeling HCV infection using
multi-agent simulation, 1-3.10.20
10, III Convention of the Polish Bioinformatics Society and the 8th Workshop on Bioinformatics,
Ustron, Poland

  

S. Wasik, P. Jackowiak, M. Figlerowicz, J. Blazewicz, Talk: Modeling HCV infection using
multi-agent simulation  27.09-1.10.2010,
ICOLE'10: Perspectives of Bioinformatics, Operations Research and Machine Learning,
Lessach, Austria

  

M. Szachniuk, M. Popenda, M. Blazewicz, S. Wasik, E.K. Burke, J. Blazewicz, R.W. Adamiak, P
oster: RNA FRABASE 2.0. An intelligent tool for the exploration of RNA structure parameter
space
12-15.08.2010, RECOMB'10: The 14th Annual International Conference on Research in
Computational Molecular Biology, Lisbon, Portugal

  

S. Wasik, J. Blazewicz, Talk: Mathematical and Computer Models of HCV infection 13.04.2010,
Seminar of the Laboratory of Algorithm Design and Data Structures, Institute of Computing
Science, Poznan University of Technology, Poznan, Poland

  

M. Szachniuk, M. Popenda, M. Blazewicz, S. Wasik, E.K. Burke, J. Blazewicz, R.W. Adamiak, P
oster: RNA FRABASE 2.0: An advanced web-accessible database with the capacity to search
the 3D fragments within RNA structures 
18-19.02.2010, Annual Meeting of the Institute of Bioorganic Chemistry, Polish Academy of
Sciences, Poznan, Poland

  

S. Wasik, Talk: On a certain model of HCV infection, 2-4.10.2009, II Convention of the Polish
Bioinformatics Society and the 7th Workshop on Bioinformatics, Bedlewo, Poland

  

S. Wasik, P. Formanowicz, J. Blazewicz, Talk: Towards prediction of HCV therapy efficiency
05-08.07.2009, EURO XXIII: 23rd European Congress on Operational Research, Bonn,
Germany
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S. Wasik, P. Jackowiak, J. Krawczyk, P. Kedziora, P. Formanowicz, M. Figlerowicz, J.
Blazewicz, Talk (in Polish): About certain model of HCV virus infection 15.06.2009, Seminar of
the Institute of Bioorganic Chemistry, Polish Academy of Sciences, Poznan, Poland

  

S. Wasik, P. Jackowiak, J. Krawczyk, P. Kedziora, P. Formanowicz, M. Figlerowicz, J.
Blazewicz, Talk: A certain model of HCV virus infection 24-30.05.2009, ICOLE'09: Perspectives
of Bioinformatics, Operations Research and Machine Learning, Lessach, Austria

  

S. Bak, P. Lichocki, M. Mamonski, S. Wasik, Talk: Solving N-queens Problem in Grid
Environment , 15-17.10.2007, 4th Grid
PLUGTESTS Conference, Beijing, China

  

W. Jaskowski, S. Wasik, Talk: Efficient Greedy Algorithm with Hill Climbing for Technicians and
Interventions Scheduling Problem , 20-23.02.2007, Francoro
V/ROADEF 2007 Conference, Grenoble, France

  

S. Wasik, Talk (in Polish): Fractals – finding order in chaos, 01.2006, Seminar of the Students
Association of Computing Sciences, Poznan, Poland

  

P. Lichocki, M. Mamonski, S. Wasik, Talk: Solving Permutational Flowshop Problem in Grid
Environment , 10-14.10.2005, 2nd Grid PLUGTESTS
Conference, Sophia-Antipolis, France

  

S. Wasik, P. Polewski, Talk (in Polish): Artificial Neural Networks, 10.2004, III Student
Workshop of the Students Association of Computing Sciences, Karpacz, Poland

  

S. Wasik, M. Rucinski, Talk (in Polish): Network Flow Algorithms, 05.2004, II Student Workshop
of the Students Association of Computing Sciences, Blazejewko, Poland
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